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Principles, Progress, and Prospect of Biomolecular Computing Systems in Vivo
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Abstract Biomolecular computing model in vivo is an emerging computing model inspired from the biological phenomena
that the biochemical molecular in living perform computation, communications, and signal processing collaboratively. The
study may have far-reaching influence in computer science, biology, and medicine. This paper reviews recent computing mod-
els which are proposed to work at the cellular level for biomolecular logic circuits and biomolecular automata. The future re-
search directions on in vivo bimolecular computing are also presented.
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