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Ancient DNA: A Powerful Tool for Tracing Past

Wang Li

( Institute of Genetics and Developmental Biology, CAS, 100101 Beijing)

We have successfully studied ancient populations in Shandong Province. The result demonr

strated an interesting model of spatiotemporal changes during the large span of history. Simultane-
ously, we are analyzing another population DNA sample of Shang Dynasty excavated from Yin ruins.
It is expected to recur the genetic construction, the routes of migration and the delivery of civiliza-

tions of the people in the dynasty.
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